Experimental
Crystal data C 12 H 14 ClN 3 M r = 235.71 Triclinic, P1 a = 6.251 (2) Å b = 8.483 (3) Å c = 11.824 (4) Å = 77.590 (10) = 78.450 (10) = 87.01 (2) V = 599.9 (4) Å 3 Z = 2 Mo K radiation = 0.29 mm À1 T = 293 (2) K 0.6 Â 0.5 Â 0.4 mm
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: none 3028 measured reflections 2893 independent reflections 1803 reflections with I > 2(I) R int = 0.014 3 standard reflections frequency: 120 min intensity decay: <1% Refinement R[F 2 > 2(F 2 )] = 0.061 wR(F 2 ) = 0.191 S = 1.04 2893 reflections 146 parameters H-atom parameters constrained Á max = 0.33 e Å À3 Á min = À0.49 e Å À3
Data collection: CAD-4 Software (Enraf-Nonius, 1989 ); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SIR92 (Altomare et al., 1994) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: FJ2123).
3-(4-Chlorophenyldiazenyl)-1-methyl-1,4,5,6-tetrahydropyridine F. Meneghetti, G. Bombieri and M. Tonelli
Comment
In order to define the influence exerted by the chloro-benzene nucleus on the yields of azoenamines, the hydrazone-hydrazoene tautomerism has been investigated by X-ray analysis of the derivative 1 (Fig. 1) . The results could be an useful tool to understand the antimicrobial properties of arylazoenamine compounds (Canu Boido et al., 1993) . As this compound could resonate with the amphoionic structure, the X-ray analysis allowed the identification of the tautomer (Fig. 2) . The extended conformation of the azoenamine skeleton is characterized by the torsion angles N3-C8-C7-N2 of 179.2 (1)°, C8-C7-N2-N1 of 179.2 (1)°, C7-N2-N1-C5 of 179.0 (1)° and N2-N1-C5-C4 of 176.9 (1)°, indicating the quite coplanarity of the aromatic ring with the azoenamine moiety. This allows a certain degree of electron delocalization, beginning at the phenyl moiety and extending through the double bond, as shown by the shortening of the bond lenghts N2-C7 of 1.361 (4)Å and C8-N3 of 1.361 (4) Å. The half chair conformation of the tetrahydropyridine ring is defined by the puckering parameter of φ2=173.3 (1)° and QT=0.426 (4)Å (Cremer & Pople, 1975) . The molecular packing is governed by the van der Waals interactions through the stacking of adjacent molecules, resulting in a two-dimesional sheet structure ( Fig. 3 ).
Experimental
The title compound derives from the azo-coupling reaction with acids between 2-formyl-1-methylpyrrolidine and pchlorophenylhydrazine (Canu Boido et al., 1993) . Single crystal of 1 were obtained by slow evaporation of an ethanol solution.
Refinement
All non-H-atoms were refined anisotropically. Hydrogen atoms were introduced at calculated positions, in their described geometries and allowed to ride on the attached carbon atom with fixed isotropic thermal parameters (1.2Ueq and 1.5Ueq of the parent carbon atom for aromatic H-atoms and methyls H-atoms, respectively). The methyl H-atoms were placed with the AFIX 33 to prevent the rotational refinement. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 −0.62912 (9) 0.77463 (8) 0.36467 (7) 0.0818 (3) 
